pUC19-R-Luc

Renilla muelleri Luciferase– coding sequence in green, start codon in bold
C-terminal His-tag in red
Key restriction enzyme site are underlined

pUC19 sequences in blue
ATGACCATGATTACGCCAAGCTTGCATGCCTGCAGGTCGACTCTAGATTAGTGATGGTGATGGTGATGTTGTTCATTTTTAAGAACACGCTCAACAAACGATTTTATATAATTTCCCATTTCATCAGGTGCATCTTCTTGTGAAAAATGAAGACCTTTGACTTTAACAAATTCAGTATTAGGGAATTTCTTAGCACCTTCAACAATAGCATTGGAAAAGAATCCTGGATCAGATTCAATAAACATTTTTGGTAAATCATGACTTGCACGAAGATAAGCATTATAATTCCTGACAATTTCTACTACATCCGGTTTACCACCTTTTACCAAAGGGATTTCACGAGGCCATGATAATGTTGGACGACGAACTTCACCTTTCTCTTTAAATGGTTCAAGATAAGCAGCAAATTCCTCTGGTTCCAACTTTCTCATGATTTTTGATGGCAACATGGTTTCCACGAAGAAGTTATTCTCTAAAACCATTTTTTCTCCTTCTTCAGATTTAATCAAAGCAATATCTTCTTCAATATCAGGCCATTCGTCCCACGATTCAATCACATCTACTACACTTTCAGCATGAACAACTGCTTTGATGCGATCCTGATGTTCATAGCAATAATGAAATGCTAAACAAGCACCCCAATCATGACCGACAAAAATGATCTTCTTTGGTAAATTAAGATGTTTGAACCATTCAGTAAGATATTTGTAATGATCTAGTAATCTATAGGAACCATTACCAGACTTGCCTGATTTACCCATACCTATAAGATCTGGTATAATACATCGCGCCACTGGTTCAACATGTGGTACAACATGACGCCATAAATAAGAAGATGCTGCATTACCATGTAAAAATATAACTGCATTTTCTGCATGTTTTTCTGAATCATAATAATTAATAAATGAATCAAGAACATTCATTTGTTTACATCTTGCCCACCATTGTGGACCAGTAATCATGCGTTTTCTTAATTCAGGATCGTAAACTTTTGACGTCATTTTGAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAA
Coding Sequence:  Five N-terminal codons missing due to limited sequence data.

   1001 atgacgtcaaaagtttacgatcctgaattaagaaaacgcatgatt

        M  T  S  K  V  Y  D  P  E  L  R  K  R  M  I 

    956 actggtccacaatggtgggcaagatgtaaacaaatgaatgttctt

        T  G  P  Q  W  W  A  R  C  K  Q  M  N  V  L 

    911 gattcatttattaattattatgattcagaaaaacatgcagaaaat

        D  S  F  I  N  Y  Y  D  S  E  K  H  A  E  N 

    866 gcagttatatttttacatggtaatgcagcatcttcttatttatgg

        A  V  I  F  L  H  G  N  A  A  S  S  Y  L  W 

    821 cgtcatgttgtaccacatgttgaaccagtggcgcgatgtattata

        R  H  V  V  P  H  V  E  P  V  A  R  C  I  I 

    776 ccagatcttataggtatgggtaaatcaggcaagtctggtaatggt

        P  D  L  I  G  M  G  K  S  G  K  S  G  N  G 

    731 tcctatagattactagatcattacaaatatcttactgaatggttc

        S  Y  R  L  L  D  H  Y  K  Y  L  T  E  W  F 

    686 aaacatcttaatttaccaaagaagatcatttttgtcggtcatgat

        K  H  L  N  L  P  K  K  I  I  F  V  G  H  D 

    641 tggggtgcttgtttagcatttcattattgctatgaacatcaggat

        W  G  A  C  L  A  F  H  Y  C  Y  E  H  Q  D 

    596 cgcatcaaagcagttgttcatgctgaaagtgtagtagatgtgatt

        R  I  K  A  V  V  H  A  E  S  V  V  D  V  I 

    551 gaatcgtgggacgaatggcctgatattgaagaagatattgctttg

        E  S  W  D  E  W  P  D  I  E  E  D  I  A  L 

    506 attaaatctgaagaaggagaaaaaatggttttagagaataacttc

        I  K  S  E  E  G  E  K  M  V  L  E  N  N  F 

    461 ttcgtggaaaccatgttgccatcaaaaatcatgagaaagttggaa

        F  V  E  T  M  L  P  S  K  I  M  R  K  L  E 

    416 ccagaggaatttgctgcttatcttgaaccatttaaagagaaaggt

        P  E  E  F  A  A  Y  L  E  P  F  K  E  K  G 

    371 gaagttcgtcgtccaacattatcatggcctcgtgaaatccctttg

        E  V  R  R  P  T  L  S  W  P  R  E  I  P  L 

    326 gtaaaaggtggtaaaccggatgtagtagaaattgtcaggaattat

        V  K  G  G  K  P  D  V  V  E  I  V  R  N  Y 

    281 aatgcttatcttcgtgcaagtcatgatttaccaaaaatgtttatt

        N  A  Y  L  R  A  S  H  D  L  P  K  M  F  I 

    236 gaatctgatccaggattcttttccaatgctattgttgaaggtgct

        E  S  D  P  G  F  F  S  N  A  I  V  E  G  A 

    191 aagaaattccctaatactgaatttgttaaagtcaaaggtcttcat

        K  K  F  P  N  T  E  F  V  K  V  K  G  L  H 

    146 ttttcacaagaagatgcacctgatgaaatgggaaattatataaaa

        F  S  Q  E  D  A  P  D  E  M  G  N  Y  I  K 

    101 tcgtttgttgagcgtgttcttaaaaatgaacaacatcaccatcac

        S  F  V  E  R  V  L  K  N  E  Q  H  H  H  H 

     56 catcactaa 48     

        H  H  *
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