pUC19-G-Luc

Gaussia princeps Luciferase– coding sequence in green, start codon in bold
Key restriction enzyme site are underlined

pUC19 sequences in blue, lacZ( start codon in italic
ATGACCATGATTACGCCAAGCTTGCATGCCTGCAGGTCGACTCTAGATTAGTGATGGTGATGGTGATGATCACCACCGGCACCCTTTATTTTGTCCACTTGGCCTTGAATTTTGCTAGCAAAAGTTGCACATCTTTGTGGCAGCCATTTCTTGAGTAAATCAGAACATTGCACATTGGCAAGACCTTTGAGGCATCCAGTTGTGCAGTCTACACATAGGTCAACTTGTGCAATGAATTGTTCCATGGGTTCCAAATCCTTAAACCCAGGAATTTCAGGAATGTCAACAATAGCCTCTCCTATTCCTCCCTGTGCACTTTCTTTGTCTCCTTCATAGGTGTGGCATCTTCCTGGGATAAACTTCTTCATTTTGGGTGTACACTTGATGTGTGACAGGCATATCAGACATCCCCTAGTGCAGCCAGCTTTCCTAGCATTGGCTTCCATTTCTTTGAGTACCTCAAGTGGTAATTTTTTTCCGGGCAATTTACCACGGTCAGCATCGAGATCCGTTGTAGCAAAGTTGCTAGCTACAGCTACAATGTTGAAATCTTCATTGTTTTCAGTTGGTTTCATTTTGAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTG

Coding sequence:

    575 atgaaaccaactgaaaacaatgaagatttcaacattgtagctgta

        M  K  P  T  E  N  N  E  D  F  N  I  V  A  V 

    530 gctagcaactttgctacaacggatctcgatgctgaccgtggtaaa

        A  S  N  F  A  T  T  D  L  D  A  D  R  G  K 

    485 ttgcccggaaaaaaattaccacttgaggtactcaaagaaatggaa

        L  P  G  K  K  L  P  L  E  V  L  K  E  M  E 

    440 gccaatgctaggaaagctggctgcactaggggatgtctgatatgc

        A  N  A  R  K  A  G  C  T  R  G  C  L  I  C 

    395 ctgtcacacatcaagtgtacacccaaaatgaagaagtttatccca

        L  S  H  I  K  C  T  P  K  M  K  K  F  I  P 

    350 ggaagatgccacacctatgaaggagacaaagaaagtgcacaggga

        G  R  C  H  T  Y  E  G  D  K  E  S  A  Q  G 

    305 ggaataggagaggctattgttgacattcctgaaattcctgggttt

        G  I  G  E  A  I  V  D  I  P  E  I  P  G  F 

    260 aaggatttggaacccatggaacaattcattgcacaagttgaccta

        K  D  L  E  P  M  E  Q  F  I  A  Q  V  D  L 

    215 tgtgtagactgcacaactggatgcctcaaaggtcttgccaatgtg

        C  V  D  C  T  T  G  C  L  K  G  L  A  N  V 

    170 caatgttctgatttactcaagaaatggctgccacaaagatgtgca

        Q  C  S  D  L  L  K  K  W  L  P  Q  R  C  A 

    125 acttttgctagcaaaattcaaggccaagtggacaaaataaagggt

        T  F  A  S  K  I  Q  G  Q  V  D  K  I  K  G 

     80 gccggtggtgatcatcaccatcaccatcactaa 48     

        A  G  G  D  H  H  H  H  H  H  * 

