pUC18-human-PtGFP

Blue is the pUC18 vector sequence

Underlined are the key restriction sites that were inserted with the PCR product

Green is the humanized PtGFP sequence

AAGCTTGCATGCCTGCAGGTCGACTCTAGAGGATCCCCCCCACAGATCTATGAACCGCAACGTGCTGAAGAACACCGGCCTGAAGGAGATCATGAGCGCCAAGGCCAGCGTGGAGGGCATCGTTAACAACCACGTGTTCAGCATGGAGGGCTTCGGCAAGGGCAACGTGCTGTTCGGCAACCAATTGATGCAGATCCGCGTGACCAAGGGCGGCCCCCTGCCCTTCGCCTTCGACATCGTGAGCATCGCCTTCCAGTACGGCAACCGTACGTTCACCAAGTACCCCGACGACATCGCCGACTACTTCGTGCAGAGCTTCCCCGCCGGCTTCTTCTACGAGCGCAACCTGCGCTTCGAGGACGGCGCCATCGTGGACATCCGCAGCGACATCAGCCTGGAGGACGACAAGTTCCACTACAAGGTGGAGTACCGCGGCAACGGCTTCCCCAGCAACGGGCCCGTGATGCAGAAGGCCATCCTGGGCATGGAGCCCAGCTTCGAGGTGGTGTACATGAACAGCGGCGTGCTGGTGGGCGAGGTGGACCTGGTGTACAAGCTTGAGAGCGGCAACTACTACAGCTGCCACATGAAGACCTTCTACCGTTCGAAGGGCGGCGTGAAGGAGTTCCCCGAGTACCACTTCATCCACCACCGCCTCGAGAAGACCTACGTGGAGGAGGGCAGCTTCGTGGAGCAGCACGAGACCGCCATCGCCCAGCTGACCACCATCGGCAAACCCCTGATACTAGTGGGGGGGATCCTCTAGAGTCGACCTGCANGCATGCAAGCTTGGCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGNTGCGCAGCCTGAATGGNGAA

      7 atgaaccgcaacgtgctgaagaacaccggcctgaaggagatcatg
        M  N  R  N  V  L  K  N  T  G  L  K  E  I  M 

     52 agcgccaaggccagcgtggagggcatcgttaacaaccacgtgttc

        S  A  K  A  S  V  E  G  I  V  N  N  H  V  F 

     97 agcatggagggcttcggcaagggcaacgtgctgttcggcaaccaa

        S  M  E  G  F  G  K  G  N  V  L  F  G  N  Q 

    142 ttgatgcagatccgcgtgaccaagggcggccccctgcccttcgcc
        L  M  Q  I  R  V  T  K  G  G  P  L  P  F  A 

    187 ttcgacatcgtgagcatcgccttccagtacggcaaccgtacgttc
        F  D  I  V  S  I  A  F  Q  Y  G  N  R  T  F 

    232 accaagtaccccgacgacatcgccgactacttcgtgcagagcttc

        T  K  Y  P  D  D  I  A  D  Y  F  V  Q  S  F 

    277 cccgccggcttcttctacgagcgcaacctgcgcttcgaggacggc

        P  A  G  F  F  Y  E  R  N  L  R  F  E  D  G 

    322 gccatcgtggacatccgcagcgacatcagcctggaggacgacaag
        A  I  V  D  I  R  S  D  I  S  L  E  D  D  K 

    367 ttccactacaaggtggagtaccgcggcaacggcttccccagcaac
        F  H  Y  K  V  E  Y  R  G  N  G  F  P  S  N 

    412 gggcccgtgatgcagaaggccatcctgggcatggagcccagcttc
        G  P  V  M  Q  K  A  I  L  G  M  E  P  S  F 

    457 gaggtggtgtacatgaacagcggcgtgctggtgggcgaggtggac
        E  V  V  Y  M  N  S  G  V  L  V  G  E  V  D 

    502 ctggtgtacaagcttgagagcggcaactactacagctgccacatg
        L  V  Y  K  L  E  S  G  N  Y  Y  S  C  H  M 

    547 aagaccttctaccgttcgaagggcggcgtgaaggagttccccgag
        K  T  F  Y  R  S  K  G  G  V  K  E  F  P  E 

    592 taccacttcatccaccaccgcctcgagaagacctacgtggaggag

        Y  H  F  I  H  H  R  L  E  K  T  Y  V  E  E 

    637 ggcagcttcgtggagcagcacgagaccgccatcgcccagctgacc
        G  S  F  V  E  Q  H  E  T  A  I  A  Q  L  T 

    682 accatcggcaaacccctgatactagtgggggggatcctctag   

        T  I  G  K  P  L  I  L  V  G  G  I  L  * 

